
aw Seq 



ucnce 



Listing Erro 




mmary 




1 Wrapped Nucletcs 



2 Wrapped Aminos 




Incor/ect Line Length 
Misaligned Amino Acid 



Numbering 
5 Non-ASCII 



6 Variable Length 



7 Patentln ver. 2.0 "bug" 



8 Skipped Sequences 

(OLD RULES) 



9 Skipped Sequences 

(NEW RULES) 



10 Use of n's" or Xaa's 

(NEW rtllL^)* 



11 Use of <213>Organism 

(NEW RULES) 

a 

12 Use of <220> Feature 

(NEW RULES) 



13 Patentln ver. 2.0 "bug" 



The numberAext at the end of each line Vrapped" down to the next line. 
This may occur if your file was retrieved In a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent , Vvrapptng*. 

The amino acidnumberAext at the end of each line "wrapped " down to the next line. 
This may occur if your file was retrieved in a word processor after creating it 
Please adjust your right margin to .3. as this will prevent \vrapping". 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spacingSetwIen- fhe numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text^so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequencers) . Normally, Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. This applies primarily to the mandatory <220>-<223> 
sections for Artificial or Unknown sequences. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence; 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
*400> sequence id number 
000 

Use of n's and/or JCaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 
Sequence(s) are missing this mandatory field or its response. 

Sequence(s) are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <21 3>ORGANISM is "Artificial" or "Unknown" 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63', No. 104, pp. 29631-32) (Sec. 1.823 of new Rules) 

Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 

fire; Tes~0Uing in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 

Instead, please use "File Manager or any other means to copy file to floppy disk. 
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1643 



RAW SEQUENCE LISTING 

PATENT APPLICATION : 



US/09/486,625 



DATE: 11/1&/20UO 
TIME: 1G:24:U1 



Input Set : 
Output Set: 



A:\PTO.txt 

N:\CRF3\111620 00\I4 86625 .raw 



i <U0> APPLICANT: AyydVOO, Volpandi 

4 Nacjashunmuqam, Thandavarayan 

5 Weiner, David B. 

f> University of Pennsylvania 

9 < 1 2 0 > TITLE OF' INVENTION: ATTENUATED VIF DNA IMMUNIZATION CASSETTES FOR GENETIC 
10 VACCINES 

12 <H0> FILE REFERENCE: IJPAP - U26 J 

14 <140> CURRENT APPLICATION NUMBER: US/09/4 86,62 5 

15 <141> CURRENT FILING DATE: 2000-09-13 

17 <160> NUMBER OF SEQ ID NOS : 4 6 
19 <170> SOFTWARE: Patontin Ver. 2.0 



Does Not Comply 
Corrected Diskette Needed 




ERRORED SEQUENCES 



21 <210> SEQ ID NO: 1 

22 <2I1> LENGTH: 190 

23 <212> TYPE: PRT 

24 <2.13> ORGANISM: Artificial Sequence 

26 <220> FEATURE: 

27 <22 3> OTHER INFORMATION: Description of Artificial Sequence: Novel Sequence 

29 <100> SEQUENCE: 1 

30 Met Glu Asn Arg Trp Gin Va.l Met ij.e Val Trp Gin Val Asp Arg Met 
E--> 31 4^ Jr % ' * " *5-~ jo * * j£ 
E--> 32 15 

34 Arg lie Arg Thr Trp Asn Ser Leu Val Lys His His Met Tyr Val Ser 
E--> 35 20 25 

E--> 36 30 

38 Lys Lys Ala Arg Trp Phe Tyr Arg His His Tyr Glu Ser Pro His Pro 
E--> 39 35 40 

41 Lys Val Ser Ser Glu Val His He Pro Leu Gly Asp Ala Arg Leu Glu 
E--> 42 50 55 60 

4 4 Thr Thr Thr Tyr Trp Gly Leu His Gly Glu Arg Asp Trp His Leu Gly 
E--> 45 65 70 75 

E--> 46 80 

4 9 Gin Gly Val Ser He Glu Trp Arg Lys Arg Arg Tyr Ser Thr Gin Val 
E--> 50 85 90 
E--> 51 95 

5 3 Asp Pro Asp Leu Ala Asp Gin Leu He His Leu Tyr Tyr Phe Asp Cys 
E--> 54 100 105 

E--> 55 110 

5 7 Phe Ser Glu Ser Ala lie Arg Lys Ala He Leu Gly Tyr Arg Val Ser 

E--> 58 115 120 125 

6 0 Pro Arg Cys Glu Tyr Gin Ala Gly His Asn Lys Val Gly Ser Leu Gin 

E--> 61 130 135 140 

6 3 Tyr Leu Ala Leu Ala Ala Leu He Thr Pro Lys Lys He Lys Pro Pro 
E--> 64 145 150 155 



60 ^| £wA^ 




file://C:\CRF3\Outhold\VsrI486625.htm 



11/16/00 



RAW SEQUENCE LISTING DATL : L 1/1 6/2000 

PATENT APPLICATION: US/09/4 86,6 2 5 TIME: 16:24:01 



input. Sot : A:\PTO.txt 

Output Sot: N:\CRF3\11162000\I486625.raw 

E--> 65 160 

b7 Lou Pro Ser Va L Arg Lys Lou Thr Glu Asp Arg Trp Asn Lys Pro Gin 
E--> 68 165 170 

E--> 69 175 

71 Lys Thr Lys Gly His Arg Gly Ser His Thr Met Asn Gly His 
E--> 72 180 185 

E--> 73 190 

98 <210> StIO ID NO: 4 

99 <211> LENGTH: 190 







100 


<212> TYPE: 


PRT 




























101 


<213> ORGANISM: 


Artificial Sequence 


















10 3 


<220> FEATURE: 




























104 


<223> OTHER 


INFORMATION 


: Description of 


Artificial : 


Sequence : Novel 






100 


'.4 00> SEQUENCE: 


4 


























107 


Met Glu Asn 


Arq 


Trp 


Gin 


Val 


He 


He 


Val 


Trp 


Gin 


Val 


Asp 


Arg Met 


E- 


- > 


108 


1 










5 














10 


E- 


- > 


109 


15 






























111 


Arq lie Arg 


Thr 


Trp 


Asn 


Ser 


Leu 


val 


Lys 


T/r 


His 


Met 


Tyr 


Ser Lys 


E- 


- > 


112 








20 
















25 




E- 


- > 


113 


30 






























11 5 


Lys Ala Arg 


Glu 


Trp 


Phe 


Ty r 


His 


H is 


T/r 


Gin 


Ser 


Pro 


His 


Pro Lys 


E- 


- > 


116 




35 














40 










1 18 


val Ser Ser 


Glu 


Val 


H is 


lie 


Pro 


Lou 


Glu 


Asp 


Ala 


Arg 


Leu 


Glu He 


E- 


- > 


119 


50 














55 
















121 


Thr Ser Phe 


Trp 


Gly 


Leu 


His 


Thr 


Gly 


Glu 


Arq 


Asp 


Trp 


His 


Leu Glv 


E- 


- > 


122 


65 












70 












75 


E- 


-> 


123 


80 






























] 2 5 


Gin Gly Val 


Ser 


Tie 


Glu 


Trp 


Arg 


Lys 


Arg 


Arq 


Tyr 


Ser 


Thr 


His Val 


E- 


- > 


126 










85 














90 


E- 


- > 


127 


95 






























129 


Asp Pro Asp 


Le u 


Ala 


Asp 


Gin 


Leu 


He 


His 


Leu 


Tyr 


Tyr 


Phe 


Asp Cys 


E- 


-> 


130 








100 














105 




E- 


-> 


131 


110 






























133 


Phe Ser Glu 


Ser 


Ala 


He 


Arg 


Lys 


Ala 


lie 


Leu 


Gly 


His 


Arg 


Val Ser 


E- 


- > 


134 




115 












120 












136 


Pro Arq Cys 


Glu 


Tyr 


Arg 


Ala 


Gly 


H is 


Ser 


Lys 


Val 


Gly 


Ser 


Leu Gin 


E- 


- > 


137 


130 














135 














139 


Tyr Leu Ala 


He 


Ala 


Ala 


Leu 


He 


Thr 


Pro 


Lys 


Lys 


lie 


Lys 


Pro Pro 


E- 


-> 


140 


145 










150 












155 


E- 


-> 


141 


160 






























143 


Leu Ala Ser 


Val 


Arg 


Lys 


Leu 


Thr 


Glu 


Asp 


Arg 


Trp 


Asn 


Lys 


Pro Gin 


E- 


-> 


144 










165 














170 


E- 


- > 


145 


175 






























147 


Lys Thr Lys 


Gly 


His 


Arg 


Gly 


Ser 


His 


Thr 


Met 


Asn 


Gly 


His 




E- 


- > 


148 








180 














185 




E- 


- > 


149 


190 






























152 


<210> SEQ ID NO: 


: 5 


























1 5 3 


<2Vl> LENGTH: 192 


























154 


<212> TYPE: 


PRT 

























60 



125 



140 
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RAW SEQUENCE LISTING DATE: U/16/20U0 

PAT KMT APPLICATION : US/09/4 86 , 625 T THE : 16:24:01 



Input Sot : A:\PTO.txt 

Out put Set : N:\CRF3\11162000\I4 86625 .raw 

155 <213> ORGANISM: Artificial Sequence 
157 <22 0> FEATURE: 

15B ^2 2 3> OTHV.R 1 NPOKMAT f ON : Description of Artificial Sequence: Novel Sequence 
16 0 <4 00> SEQUENCE: 5 







161 


Met 


Glu 


Asm 


Arq 


Trp 


Gin 


Va 1 


Met 


Tie 


val 


Trp 


Gin 


val 


Asp 


Arg 


Met 


E - 


- > 


162 




1 














5 














10 


E - 


- > 


16 3 


15 




































16 5 


Arq 


1 le 


Arq 


Thr 


Trp 


Asn 


Ser 


Leu 


Va 1 


Lys 


Ty r 


His 


Met 


Tyr 


Arg 


Ser 


E - 


- > 


16 6 












2 0 
















2 5 






E- 


- > 


167 


30 




































169 


Lys 


Lys 


Ala 


Arq 


Glu 


Trp 


Phe 


Tyr 


Arg 


His 


His 


T/r 


Gin 


Ser 


Pro 


His 


E- 


- > 


170 








35 














40 












172 


Pro 


Arg 


Val 


Ser 


Ser 


Glu 


Va 1 


His 


He 


Pro 


Leu 


Glu 


Asp 


Ala 


Arg 


Leu 


E- 


- > 


173 






50 














55 
















17 5 


Glu 


He 


Thr 


Thr 


Tyr 


Trp 


Gly 


Leu 


His 


Thr 


Giy 


Glu 


Arg 


Asp 


Trp 


His 


E- 


- > 


176 


65 














70 














75 


E- 


- > 


17 7 


8 0 




































179 


Leu 


Gly 


Gi n 


Gly 


Val 


Ser 


He 


Glu 


Trp 


Arg 


Lys 


Arg 


Ax'g 


Tyr 


Ser 


Thr 


E- 


- > 


180 
















85 














90 


E- 


-> 


181 


95 




































183 


Gin 


Val 


Asp 


Pro 


Asp 


Leu 


Ala 


Asp 


Gin 


Leu 


He 


His 


Leu 


Tyr 


Tyr 


Phe 


E- 


-> 


184 












100 
















105 






E- 


-> 


185 


110 




































187 


Asp 


Cys 


Phe 


Ser 


Glu 


Ser 


Ala 


lie 


Arq 


Lys 


Ala 


1 Le 


Leu 


Gly 


His 


Arg 


E- 


- > 


188 








115 












120 














190 


Val 


Ser 


Pro 


Arg 


Cys 


Glu 


Tyr 


Arg 


Ala 


Gly 


His 


Ser 


Lys 


Val 


Gly 


Ser 


E- 


-> 


191 




130 














135 
















193 


Leu 


Gin 


Tyr 


Leu 


Ala 


He 


Ala 


Ala 


Leu 


He 


Thr 


Pro 


Lys 


Lys 


He 


Lys 


E- 


-> 


194 


145 














150 












155 


E- 


- > 


195 


160 




































197 


Pro 


Pro 


Leu 


Pro 


Ser 


Val 


Arq 


Lys 


Leu 


Thr 


Glu 


Asp 


Arg 


Trp 


Asn 


Lys 


E- 


-> 


198 














165 














170 


E- 


-> 


199 


175 




































201 


Pro 


Gin 


Lys 


Thr 


Lys 


Gly 


His 


Arg 


Giy 


ser 


His 


Thr 


Met 


Asn 


Gly 


His 



60 



125 



140 



E--> 202 180 185 

E--> 203 190 

205 <210> SEQ ID NO: 6 

2 06 <211> LENGTH: 192 

207 <212> TYPE: PRT 

208 <213> ORGANISM: Artificial Sequence 

210 <220> FEATURE: 

211 <2 2 3> OTHER INFORMATION: Description of Artificial Sequence: Novel Sequence 

213 <400> SEQUENCE: 6 

214 Met Glu Asn Arg Trp Gin Val Met He Val Trp Gin Val Asp Arg Met 
E--> 215 15 10 
E--> 216 15 

218 Arg lie Arg Thr Trp Asn Ser Leu Val Lys Tyr His Met Tyr Arg Ser 
E--> 219 20 25 

E--> 220 30 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/4 86,6 2 5 



DATL: 11/1G/20U0 
TIME: 16:24:01 



Input Sit : A:\PT0.txt 

Output Set: N:\CRF3\11162000\l486625.raw 







222 


Lys 


Lys Ala 


Arq Glu 


Trp 


Phc 


Ty r 


Arq 


His 


His 


'XV r 


Gin 


Ser 


Pro 


His 




E- 


- > 


223 






35 














40 














225 


Pro 


Lys Val 


Ser Ser 


Glu 


Va I 


Hi s 


1 1 e 


Pro 


Leu 


Gl u 


nsp 


A 1 a 


^rq 


Leu 




E- 


- > 


226 




50 












55 












60 






22H 


Glu 


Thr Thr 


Thr Tyr 


Trp 


Gly 


Leu 


His 


Thr 


Gly 


Glu 


Arg 


Asp 


Trp 


His 




E- 


- > 


229 




65 










70 














75 


E- 


- > 


230 


80 


































2 32 


Leu 


Gly Gin 


Gly Val 


Ser 


lie 


Glu 


Trp 


Arq 


Lys 


Arq 


Arq 


Tyr 


Ser 


Thr 




E- 


- > 


233 












85 














90 




E- 


- > 


234 


95 


































2 '56 


G 1 n 


Val Asp 


Pro Asp 


Leu 


Ala 


Asp 


Gin 


Leu 


lie 


His 


Leu 


Tyr 


Tyr 


Phe 




E- 


- > 


237 








100 
















105 








E- 


- > 


238 


110 


































240 


Asp 


Cys Phe 


Ser Glu 


Ser 


Ala 


lie 


Arg 


Lys 


Ala 


lie 


Leu 


Gly 


His 


Arg 




E- 


- > 


241 






115 












120 










125 






24 3 


Val 


Ser Pro 


Arq Cys 


Glu 


Tyr 


Arq 


Ala 


Gly 


His 


Ser 


Lys 


Val 


Gly 


Ser 




E- 


- > 


244 




130 












135 












140 






24 6 


Leu 


Gin Tyr 


Leu Ala 


lie 


Ala 


Ala 


Lou 


lie 


Thr 


Pro 


Lys 


Lys 


lie 


Lys 




E- 


- > 


247 


145 










150 












155 




E- 


- > 


24 8 


160 


































250 


Pro 


Pro Leu 


Pro Ser 


Val 


Arq 


Lys 


Leu 


Thr 


Glu 


Asp 


Arq 


Trp 


Asn 


Lys 




E- 


- > 


251 










165 














170 




E- 


- > 


252 


175 


































254 


Pro 


Gin Lys 


Thr Lys 


Gly 


His 


Arq 


Gly 


Ser 


His 


Thr 


Met 


Asn 


Gly 


His 




E- 


- > 


255 








180 














185 








E- 


- > 


256 


190 


































258 


<210> SEQ TD NO: 7 






























259 


<211> LENGTH: 192 






























26 0 


<212> TYPE: 


PRT 






























261 


<213> ORGANISM: Artificial Sequence 






















26 3 


<220> FEATURE: 






























264 


<223> OTlinR 


INFORMATION 


Description of 


Artificial Sequence 


Novel 


Sequence 






266 


<4 00> SEQUENCE: 7 






























267 


Met 


Glu Asn 


Arg Trp 


Gin 


Val 


Me L 


lie 


Val 


Trp 


Gin 


Val 


Asp 


Arg 


Met 




E- 


- > 


268 




1 








5 
















10 




E- 


- > 


269 


15 


































271 


Arq 


lie Arq 


Thr Trp 


Asn 


Ser 


Leu 


Val 


Thr 


Tyr 


His 


Met 


Tyr 


Arg 


Ser 




E- 


- > 


272 








20 
















25 








E- 


- > 


273 


30 


































275 


Gin 


Lys Ala 


Arg Glu 


Trp 


Phe 


Asn 


Arg 


His 


His 


Tyr 


Hi.s 


Ser 


Pro 


His 




E- 


- > 


276 






35 














40 














278 


Pro 


Lys val 


Ser Ser 


Glu 


Val 


His 


Tie 


Pro 


Leu 


Glu 


Asp 


Ala 


Arg 


Leu 




E- 


- > 


279 




50 












55 












50 






281 


Ala 


lie Pro 


Thr Phe 


Trp 


Gly 


Leu 


His 


Thr 


Gly 


Glu 


Arq 


Asp 


Trp 


His 




E- 


- > 


282 


65 










70 














75 




E- 


- > 


283 


80 


































285 


Leu 


Gly Gin 


Gly Val 


Ser 


lie 


Glu 


Trp 


Arg 


Lys 


Arg 


Arg 


Tyr 


Ser 


Thr 




E- 


- > 


286 












85 














90 




E- 


- > 


287 


95 































45 
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PATENT AL'PLICAI ION: US/09/4 86 , 6 2 5 TIME: 16:24:01 



Input Set : A:\PTO.txt 

Out put Set : N:\CRF3\1116 2 000\I4 8662 5 .raw 







289 


Gin 


val Asp 


Pro Asp 


Lou 


Ala 


Asp 


Gin 


Leu 


He 


His 


Leu 


Tyr 


Tvr 


Phe 


E- 


- > 


290 








100 
















105 






E- 


- > 


291 


110 
































293 


Asp 


Cys Phe 


Ser Glu 


Ser 


Ala 


He 


Arg 


Lys 


Ala 


lie 


Le 


Gly 


Uis 


Arg 


E- 


- > 


294 






115 












120 














296 


Val 


Ser Pro 


Arg Cys 


Glu 


Tyr 


Arg 


Ala 


Gly 


His 


scr 


Lys 


Val 


Cly 


Se r 


E- 


- > 


297 




130 












135 
















299 


Leu 


Girt Tyr 


Leu Al a 


rio 


Ala 


Ala 


Leu 


Tie 


Thr 


Pro 


Lys 


Lys 


Tie 


Lys 


E- 


- > 


300 


145 










150 












155 


E- 


- > 


301 


160 
































303 


Pro 


pro Leu 


Pro Ser 


Val 


Arg 


Lys 


Leu 


Thr 


Glu 


Asp 


Arg 


Trp 


Asn 


Lys 


E- 


- > 


304 










165 














170 


E- 


-> 


305 


175 
































307 


Pro 


Gin Lys 


Thr Lys 


Civ 


H i s 


Arg 


Gly 


Ser 


His 


Thr 


Met 


Asn 


Gly 


His 


E- 


- > 


308 








180 














185 






E- 


-> 


309 


190 
































311 


<210> SCO ID NO: 8 




























312 


<211> LENGTH: 192 




























313 


•^212> TYPE: 


PRT 




























314 


<213> ORGANISM: Artificial i 


sequence 




















316 


<2 2 0> FEATURE: 




























317 


<2 2 3> OTHER 


INFORMATION; 


; Description of 


Artificial : 


Sequence : 


: Novel 






319 


<4 00> SEQUENCE: 8 




























320 


Met 


Giu Asn 


Arg Trp 


Gin 


Val 


Met 


lie 


Val 


Trp 


Gin 


Val 


Asp 


Arg 


Me L 


E- 


- > 


321 




1 








5 
















10 


E- 


> 


322 


15 
































3 24 


Arg 


Tic Arg 


Thr Trp 


Asn 


Ser 


Leu 


Val 


Lys 


Tyr 


His 


Met 


Tyr 


Arg 


Ser 


E- 


-> 


325 








20 
















25 






E- 


-> 


326 


30 
































328 


Lys 


Lys Ala 


Arg Glu 


Trp 


Phe 


Tyr 


Arg 


His 


His 


Tyr 


Gin 


Ser 


Pro 


His 


E- 


- > 


329 






35 














40 












3 3 1 


Pro 


Lys Val 


Ser Ser 


Glu 


Val 


His 


Tie 


Pro 


Leu 


Glu 


Asp 


Ala 


Arg 


Leu 


E- 


- > 


332 




50 












55 
















334 


Glu 


lie Thr 


Thr Tyr 


Trp 


G ly 


Leu 


His 


Thr 


Gly 


Glu 


Arg 


Asp 


Trp 


His 


E- 


- > 


335 


65 












70 














75 


E- 


- > 


336 


80 
































3 38 


Leu 


Gly Gin 


Gly Val 


Ser 


Tie 


Glu 


Trp 


Arg 


Lys 


Arg 


Arg 


Tyr 


Ser 


Thr 


E- 


-> 


339 












85 














90 


E- 


-> 


340 


95 
































342 


His 


Val Asp 


Pro Asp 


Le u 


Ala 


Asp 


His 


Leu 


Tie 


His 


Leu 


Cys 


Tyr 


Phe 


E- 


-> 


343 








100 














105 






E- 


-> 


344 


110 
































346 


Asp 


Cys Leu 


Ser Glu 


Ser 


Ala 


lie 


Arg 


Lys 


Ala 


He 


Leu 


Gly 


His 


Arg 


E- 


-> 


347 






115 












120 














34 9 


Val 


Ser Pro 


Arg Cys 


Glu 


Tyr 


Arg 


Ala 


Gly 


His 


Ser 


Lys 


Val 


Gly 


Ser 


E- 


- > 


350 




130 












135 
















352 


Leu 


Gin Tyr 


Leu Ala 


lie 


Ala 


Ala 


Leu 


He 


Thr 


Pro 


Lys 


Lys 


He 


Lys 


E- 


- > 


353 


145 










150 












155 


E- 


- > 


354 


160 





























125 

140 



125 



file://C:\CRF3\Outhold\VsrI486625.htm 



RAW SEQUENCE LISTING DATE: I 3 /1 6/^0U0 

PATENT APPLICATION: US/09/4 8 6,62 5 TIME: 16:24:01 



Input. Sot : A:\PT0.txt 

Output Sot: N:\CRF3\11162000\l486625.raw 







i r >6 


Pro Pro Leu 


Pro Ser 


Vai 


Arq 


Lys Leu 


Thr 


CI u 


asp 


Arq 


Trp 


Asn 


Lys 


E- 


-> 


357 








165 












170 


E- 


- > 


358 


175 




























3 6 0 


Pro Gin Lys 


Thr Lys 


Gly 


His 


Arq Gly 


Ser 


His 


Thr 


Met 


As n 


Gly 


His 


E- 


- > 


361 






180 












185 






E- 


- > 


362 


190 




























3 b 1 


^2.1 U> SLO 10 NO: 9 


























36 5 


2 11 > LENGTH : 192 


























166 


<212> TYPE: 


PRT 


























36 7 


<213> ORGANISM: Artificial : 


Sequence 




















369 


c22(J> FEATURE: 


























37U 


<22 3> OTHER 


INFORMATION 


: Descri pt ion of 


Art if icial : 


Sequence : 


Novel 






372 


<400> SEQUENCE : 9 


























37i 


Met Clu Asn 


Arg Trp 


Gin 


Vai 


Met Tie 


Va 1 


Trp 


Gin 


Vai 


Asp 


Arq 


Met 


E- 


- > 


374 


1 








5 














10 


E- 


- > 


375 


15 




























377 


Arq lie Arq 


Thr Trp 


Asn 


Ser 


Leu Vai 


Lys 


Tyr 


His 


Met 


Tyr 


Arg 


Ser 


E- 


- > 


378 






20 














25 






E- 


-> 


379 


30 




























38 1 


Lys Lys Ala 


Arq Clu 


Trp 


Phe 


Tyr Arq 


His 


His 


Tyr 


Gin 


Ser 


Pro 


His 


E- 


-> 


382 




35 












40 












384 


Pro Lys Va 1 


Ser Ser 


G.1 u 


Vai 


His Tie 


Pro 


Leu 


Glu 


Asp 


Ala 


Arg 


Leu 


E- 


-> 


385 


50 










55 
















387 


Vai Ii(-> Thr 


Thr Tyr 


Trp 


Gly 


Leu His 


Thr 


Gly 


Glu 


Arq 


Asp 


Trp 


His 


E- 


- > 


388 


65 








70 














75 


E- 


- > 


389 


80 




























3 9 1 


Leu Gly Gin 


Gly Vai 


Ser 


Tie 


G 1 ii Trp 


Arg 


Lys 


Arg 


Arq 


Tyr 


Ser 


Thr 


E- 


- > 


392 










85 












90 


E- 


- > 


393 


95 




























39 5 


His Vai Asp 


Pro Asp 


Leu 


Ala 


Asp Gin 


Leu 


He 


His 


Leu 


Tyr 


Tyr 


Phe 


E- 


- > 


396 






100 












105 






E- 


- > 


397 


110 




























399 


Asp Cys Phe 


Ser Glu 


Ser 


Ala 


He Arg 


Lys 


Ala 


lie 


Leu 


Gly 


His 


Arg 


E- 


- > 


400 




115 










120 














4 02 


Vai. Ser Pro 


Arg Cys 


Glu 


Tyr 


Arg Ala 


Gly 


His 


Ser 


Lys 


va.l 


Gly 


Ser 


E- 


- > 


403 


130 










135 
















4 05 


Leu Gin Tyr 


Leu Ala 


He 


Ala 


Ala Leu 


lie 


Thr 


Pro 


Lys 


Lys 


He 


Lys 


E- 


- > 


406 


145 








150 












155 


E- 


- > 


407 


160 




























409 


Pro Pro Leu 


Ala Ser 


Vai 


Arq 


Lys Leu 


Thr 


Glu 


ASp 


Arg 


Trp 


Asn 


Lys 


E- 


- > 


410 








165 












170 


E- 


- > 


411 


175 




























413 


Pro Gin Lys 


Thr Lys 


Gly 


His 


Arg Gly 


Ser 


His 


Thr 


Met 


Asn 


Gly 


His 


E- 


- > 


414 






180 












185 






E- 


-> 


415 


190 




























4 17 


<210> SEQ TD NO: 10 


























418 


<211> LENGTH 


l: 192 


























4 L9 


<212> TYPE: 


PRT 


























4 20 


<213> ORGANISM : ArL.i 


. £ ici.al Sequence 

















60 



140 
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4 22 


<220> D'KA TURL : 


























4 23 


-223> OTIIKH 


INFORMATION 


: Description of 


Artificial Sequence 


: No'/c 1 






425 


^4 00> SEQUENCE: L0 


























4 26 


llCt C.ln Asn 


Arq Trp 


Gin 


Val 


Me t Ho 


Val 


Trp 


Gin 


Val 


Asp 


Arq 


Mot 


E- 


- > 


427 


1 








5 














10 


E- 


- > 


428 


15 




























4 30 


Arq lie Arq 


Thr 'I rp 


Asn 


Ser 


Leu Val 


Lys 


Tyr 


His 


Me t 


1 vr 


Arq 


Ser 


E- 


- > 


431 






20 














25 






E- 


- > 


432 


30 




























4 3 4 


Lys Lys Aid 


Arq Glu 


Trp 


Phe 


Tyr Arq 


His 


His 


Tyr 


Gin 


Ser 


Pro 


His 


E- 


- > 


435 




35 












40 












4 37 


Pro Lys Val 


Ser Ser 


Glu 


Val 


His He 


Pro 


Leu 


Glu 


Asp 


Ala 


Arq 


Leu 


E- 


- > 


438 


50 










55 
















440 


VaJ Tic Thr 


Thr Tyr 


Trp 


Gly 


Leu His 


Thr 


Gly 


Glu 


Arq 


Asp 


Trp 


His 


E- 


-> 


441 


65 








70 














75 


E- 


- > 


442 


80 




























444 


Leu Gl/ Gin 


Gly val 


Ser 


He 


Glu Trp 


Arq 


Lys 


Arq 


Arq 


Tyr 


Ser 


Thr 


E- 


-> 


445 










85 












90 


E- 


-> 


446 


95 




























448 


Gin Val Asp 


Pro Asp 


Leu 


Ala 


Asp His 


Leu 


He 


His 


Leu 


Tyr 


Tyr 


Piie 


E- 


- > 


449 






100 














105 






E- 


- > 


450 


110 




























452 


Asp Cys Phe 


Ser Glu 


Ser 


Ala 


1 1 e Arq 


Lys 


Ala 


He 


Leu 


Gly 


Hi s 


Arg 


E- 


- > 


453 




115 










120 














455 


Val Ser Pro 


Arq Cys 


Glu 


Tyr 


Arq Ala 


Gly 


His 


Ser 


Lys 


Val 


Gly 


Ser 


E- 


- > 


456 


130 










135 
















4 58 


Leu Gin Tyr 


Lou Ala 


He 


Ala 


Ala Leu 


He 


Thr 


Pro 


Lys 


Lys 


1 1 o 


Lys 


E- 


- > 


459 


145 








150 












155 


E- 


- > 


460 


160 




























462 


Pro P.ro Leu 


Ala Sex* 


Val 


Arg 


Lys Leu 


Thr 


Glu 


Asp 


Ax'g 


Trp 


Asn 


Lys 


E- 


- > 


463 








165 












170 


E- 


- > 


464 


175 




























4 66 


Pro Gin Lys 


Thr Lys 


G t y 


His 


Arq Gly 


Ser 


His 


Thr 


Met 


Asn 


Gly 


His 


E- 


- > 


467 






180 












185 






E- 


- > 


468 


190 




























470 


<210> SKQ TD NO: 11 


























471 


<211> LENGTH : 192 


























4 72 


<2.1.2> TYPE: 


PRT 


























4 73 


<213> ORGANISM: Artificial Sequence 




















475 


<220> FEATURE: 


























476 


<22 3> OTHER 


INFORMATION: 


: Description of 


Artificial Sequence : 


: Novel 






478 


<4 00> SEQUENCE: 11 


























479 


Met. Gill ASM 


Arg Trp 


Gin 


Val 


Met He 


Val 


Trp 


Gin 


Val 


Asp 


Arg 


Met 


E- 


- > 


480 


1 








5 














10 


E- 


- > 


481 


15 




























4 8 3 


Arq He Arq 


Thr Trp 


Asn 


Ser 


Leu Val 


Lys 


Tyr 


His 


Me t 


Tyr 


Arg 


Ser 


E- 


-> 


484 






20 














25 






E- 


- > 


485 


30 




























487 


Lys Lys Al a 


Arq Glu 


Trp 


Phe 


Tyr Ary 


His 


His 


Tyr 


Gin 


Ser 


Pro 


His 



125 



14 0 
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E- 


- > 


488 






35 












40 












490 


Pro 


Lys Vdl 


Ser Ser 


Glu 


Val 


His lie 


Pro 


Leu 


Glu 


Asp 


Ala 


Arg 


LOU 


E- 


- > 


491 




50 










55 
















493 


Vd.L 


lie Thr 


Thr Phe 


Trp 


Gly 


Leu His 


Thr 


Gly 


Gill 


Arg 


Asp 


tip 


His 


E- 


- > 


494 


65 










70 














75 


E- 


- > 


495 


80 






























4 97 


Leu 


Gly Gin 


Glv Val 


Ser 


He 


Glu Trp 


Arg 


Lys 


Arg 


A::y 


l/r 


Ser 


I'hr 


E- 


- > 


498 












85 












90 


E- 


- > 


499 


95 






























501 


His 


val Asp 


Pro Asp 


Leu 


Ala 


Asp Gin 


Leu 


lie 


His 


Leu 


Tyr 


Tyr 


Phe 


E- 


- > 


502 








100 














105 






E- 


- > 


503 


110 






























505 


Asp 


Cys Phe 


Ser Glu 


Ser 


Ala 


I le Arg 


Lys 


Ala 


He 


Leu 


Gly 


His 


Arg 


E- 


- > 


506 






115 










120 














508 


Val 


Ser Pro 


Ary Cys 


Glu 


Tyr 


Ary Ala 


Gly 


His 


Ser 


Lys 


Val 


Gly 


Ser 


E- 


- > 


509 




130 










135 
















511 


Leu 


Gin Tyr 


Leu Ala 


He 


Ala 


Ala Leu 


He 


Thr 


Pro 


Lys 


L/s 


He 


Lys 


E- 


- > 


512 


145 










150 












155 


E- 


- > 


513 


160 






























515 


Pro 


Pro Leu 


Pro Ser 


Val 


Arg 


Lys Leu 


Thr 


Glu 


Asp 


Ary 


Trp 


ASM 


Lys 


E- 


- > 


516 










165 












170 


E- 


- > 


517 


175 






























519 


Pro 


Gin Lys 


Thr Lys 


Gly 


His 


Arg Gly 


Ser 


His 


Thr 


Met 


Asn 


Gly 


His 


E- 


- > 


520 








180 












185 






E- 


- > 


521 


190 






























52 J 


<2U» SEQ TD NO: 12 


























524 


c2Jl> LENGTH: 192 


























525 


•,212> TYPE: 


PRT 


























526 


<213> ORGANISM: Artificial Sequence 




















528 


<220> FEATUKE: 


























529 


-.223> OTHER 


INFORMATION; 


: Description ot 


Artificial Sequence: 


; Novel 






531 


*U00> SEOUENCE: 12 


























5 32 


Met 


Glu Asn 


Arg Trp 


Gin 


Val 


Met Tie 


Va I 


Trp 


Gin 


Val 


Asp 


Arg 


Met 


E- 


-> 


533 




1 








5 














10 


E- 


- > 


534 


15 






























5 *6 


Ary 


He Arq 


Thr Trp 


Asn 


Ser 


Leu Val 


Lys 


Tyr 


His 


Met 


Tyr 


Arq 


Ser 


E- 


- > 


537 








20 














25 






E- 


- > 


538 


30 






























540 


Lys 


Lys Ala 


Arg Glu 


Trp 


Phe 


Asn Arg 


His 


His 


Tyr 


H i s 


Arg 


Pro 


His 


E- 


- > 


541 






35 












40 












54 3 


Pro 


Lys Val 


Ser Ser 


Glu 


Val 


His He 


Pro 


Leu 


Glu 


Asp 


Ala 


Arg 


Leu 


E- 


- > 


544 




50 










55 
















546 


Glu 


He Thr 


Thr Phe 


Trp 


Gly 


Leu His 


Thr 


Gly 


Glu 


Arg 


Asp 


Trp 


His 


E- 


- > 


547 


65 










70 














75 


E- 


- > 


548 


80 






























550 


Leu 


Gly Gin 


Gly Val 


Ser 


He 


Glu Trp 


Ary 


Lys 


Arg 


Arg 


Tyr 


Ser 


Thr 


E- 


- > 


551 












85 












90 


E- 


- > 


552 


95 






























554 


Gin 


Val Asp 


Pro Asp 


Leu 


Ala 


Asp Gin 


Leu 


He 


His 


Leu 


Tyr 


Tyr 


Phe 



45 

60 



125 



140 



45 

60 
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E- 


- > 


555 








100 














105 






E- 


- > 


556 


110 






























5 58 


Asp 


Cys Phe 


Se r G J u 


Ser 


Ala 


Tie Arg 


Lys 


Ala 


lie 


Leu 


Gly 


His 


Arg 


E- 


- > 


559 






115 










120 














561 


Val 


Ser Pro 


Arg Cys 


Gl u 


Tyr 


Arg Ala 


Gly 


His 


Ser 


Lys 


Val 


Gly 


Ser 


E- 


- > 


562 




130 










135 
















5 b 4 


Leu 


Gin Tyr 


Leu Ala 


J le 


Ala 


Ala Leu 


He 


Thr 


Pro 


l//s 


Lys 


Jle 


Lys 


E- 


- > 


565 


145 










150 












155 


E- 


- > 


566 


160 






























568 


Pro 


Pro Leu 


Pro Ser 


Val 


Arg 


Lys Leu 


Thr 


Glu 


Asp 


Arg 


Trp 


Asn 


Lys 


E- 


- > 


569 










165 












170 


E- 


- > 


570 


175 






























572 


Pro 


Gin Lys 


Thr Lys 


Gly 


H is 


Arg Gly 


Ser 


His 


Thr 


Met 


Asn 


Gly 


His 


E- 


-> 


573 








180 












185 






E- 


-> 


574 


190 






























576 


<210> SFJO 10 NO: 13 


























577 


<211> LENGTH: 192 


























578 


<.212> TYPE: 


PUT 


























579 


<213> ORGANISM: Artificial Sequence 




















581 


<220> FEATURE: 


























582 


<22 3> OTHER 


INFORMATION : 


: Description of 


Artif i.c i al Sequence 


: Novel 






584 


«U00> SEQUENCE: 13 


























585 


Met 


Glu Asn 


Arq Trp 


Gin 


Val 


Met Tie 


Val 


Trp 


Gin 


Val 


Asp 


Arg 


Met 


E- 


- > 


586 




1 








5 














10 


E- 


-> 


587 


15 






























589 


Arg 


lie Arg 


Thr Trp 


Asn 


ser 


Leu Val 


Lys 


Tyr 


His 


Met 


Tyr 


Arg 


Ser 


E- 


- > 


590 








20 














25 






E- 


- > 


591 


30 






























59 3 


Gin 


Lys Glu 


Arg Glu 


Trp 


Phe 


Asn Arg 


His 


His 


Tyr 


His 


Ser 


Pro 


His 


E- 


- > 


594 






35 












40 












5 96 


Pro 


Gin Gin 


Ser Sor 


Thr 


Ala 


His Tie 


Pro 


Leu 


Va 1 


Asp 


Gly 


Arq 


Le u 


E- 


- > 


597 




50 










55 
















599 


Glu 


Lys lie 


Ala val 


Trp 


Ser 


Leu Asp 


Thr Gly 


Glu 


Gly 


Val 


Trp 


His 


E- 


- > 


600 


65 










70 














75 


E- 


- > 


601 


80 






























fa 0 3 


Arg 


Gly His 


Arg val 


Ser 


He 


Glu Trp 


Arg 


Lys 


Arg 


Arg 


Tyr 


Ser 


Thr 


E- 


- > 


604 












85 












90 


E- 


- > 


605 


95 






























607 


Gin 


Val Asp 


Pro Asp 


Leu 


Va I 


Asp Gin 


Leu 


He 


His 


Leu 


Tyr 


Ty r 


Phe 


E- 


- > 


608 








100 














105 






E- 


- > 


609 


110 






























611 


Asp 


Cys Phe 


Ser Glu 


Ser 


Ala 


lie Arg 


Lys 


Ala 


lie 


Leu 


Gly 


H is 


Arg 


E- 


-> 


612 






115 










120 














614 


Val 


Ser Pro 


Arg Cys 


Glu 


Tyr 


Arg Ala 


Gly 


His 


Ser 


Lys 


val 


Gly 


Ser 


E- 


- > 


615 




130 










135 
















617 


Leu 


Gin Tyr 


Leu Ala 


lie 


Ala 


Ala Leu 


lie 


Thr 


Pro 


Lys 


Lys 


He 


Lys 


E- 


- > 


618 


145 










150 












155 


E- 


- > 


619 


160 






























621 


Pro 


Pro Leu 


Pro Ser 


Val 


Arg 


Lys Leu 


Thr 


Glu 


Asp 


Arg 


Trp 


Asn 


Lys 



125 

140 



60 



125 



140 
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E--> 622 165 170 

E--> 623 175 

b'2b Pro Gin Lys 1 h r Lys Gly His Arg Gly Ser His Thr Met Asm Gly His 
E--> 626 180 185 

E--> 627 190 

629 <210> SEO IU NO: 14 

6 30 i211> LENGTH: 192 

6 11 <212> TYPE: PRT 

6 32 <2.13> ORGANISM: Artificial Sequence 
6 34 <220> FEATURE: 

6 35 < 2 2 -i > OTHER INFORMATION: Description of Artificial Sequence: Novel Sequence 
6 37 <400> SEQUENCE: 14 

638 Met Glu Asn Arg Trp Gin val Met lie Val Trp Gin Val Asp Arcj Met 
E--> 639 15 10 

E--> 640 L5 

64 2 Arg He Arg 'J'hr Trp Asn Ser Leu Val Lys His His Met Tyr Val Ser 
E--> 643 20 25 

E--> 644 30 

64 6 Lys Lys Ala Lys Lys Trp Phe Tyr Arg His His Tyr Glu Ser Pro His 
E--> 647 35 40 

64 9 Pro Lys Val Ser Ser Thr Ala His He Pro Leu Gly Asp Gly Arg Leu 
E--> 650 50 55 60 

6 52 Glu Lys Thr Ala Val Trp Ser Leu (Jin Ala Gly Asp Gly Val Trp His 
E--> 653 65 70 75 

E--> 654 80 

6 56 Arg Gly His Pro Val Ser Tie Glu Trp Arg Lys Arg Arg Tyr Ser Thr 
E--> 657 85 9 0 

E--> 658 95 

66 0 Gin Val Asp Pro Asp Leu Val Asp Gin Leu Tie His Leu Tyr Tyr Phe 
E--> 661 100 105 

E--> 662 110 

664 Asp Cys Phe Ser Glu Ser Ala He Arg Lys Ala He Leu Gly Tyr Arg 
E--> 665 115 120 125 

6 67 Val Ser Pro Arg Cys Glu Tyr c;ln Ala Gly His Asn Lys Val Gly Ser 
E--> 668 130 135 140 

670 Leu Gin Tyr Leu Ala Leu Aia Ala Leu lie Thr Pro Lys Lys He Lys 
E--> 671 145 150 155 

E--> 672 160 

6 74 Pro Pro Leu Pro Ser Val. Arg Lys Leu Thr Glu Asp Arg Trp Asn Lys 
E--> 675 165 170 

E--> 676 175 

6 78 Pro Gin Lys Thr Lys Gly His Arg Gly Ser His Thr Met Asn Gly His 
E--> 679 180 185 

E--> 680 190 

683 <210> SEQ 10 NO: 15 

604 <2H> LENGTH: 191 

685 <212> TYPE: PRT 

686 <213> ORGANISM: Artificial Sequence 
6 88 <2 2 0> FEATURE: 
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68 ( J 


<223> OTHER 


INLOKUA'IION 


: Description of 


Artificial ! 


Sequence 


: Novel 






byi 


<400> SKQUKNCF: 15 


























6 9 2 


Met GLu Asn 


Arq T r p 


Gin 


Val 


Met lie 


Val 


Trp 


Gin 


Val 


Asp 


Arg 


Met 


E- 


- > 


693 


1 








5 












10 


E- 


- > 


694 


15 




























696 


Arg lie Ary 


Aid 1 rp 


Asn 


Ser 


Le u Va 1. 


Lys 


His 


H is 


Met 


tyr 


Val 


Ser 


E- 


- > 


697 






20 














25 






E- 


- > 


698 


30 




























700 


Lys Lys Aiu 


Arq Thr 


Trp 


Phe 


Ser Arq 


His 


His 


'tyr 


Gly 


Ser 


pro 


H is 


E- 


- > 


701 




35 












40 












70 3 


Pro Lys Val 


Cys Ser 


Glu 


Val 


His lie 


Pro 


Leu 


Gly 


ASp 


Ala 


Arg 


Leu 


E- 


- > 


704 


50 










55 
















706 


Val llo Thr 


Thr Tyr 


Trp 


Ser 


Leu His 


Aid 


Gly 


Glu 


Asp 


Trp 


His 


Va 1 


E- 


-> 


707 


65 








70 














75 


E- 


-> 


708 


80 




























710 


Gly Gin Arq 


Val Ser 


Tie 


Glu 


Trp Arg 


Lys 


Arg 


Arg 


Tyr 


Ser 


Thr 


Gin 


E- 


- > 


711 










85 












90 


E- 


-> 


712 


95 




























71.4 


Val Asp Pro 


Asp Leu 


Ala 


Asp 


Gin Leu 


lie 


H is 


Leu 


Tyr 


Tyr 


Plie 


Asp 


E- 


- > 


715 






100 














105 






E- 


- > 


716 


110 




























718 


Cys Phe Ser 


Glu Ser 


Ala 


Tie 


Arg Lys 


Ala 


Tie 


Leu 


Gly 


Tyr 


Arg 


va.l 


E- 


- > 


719 




115 










120 














721 


Ser Pro Arg 


Cys Glu 


Tyr 


Gin 


Ala Gly 


His 


Asn 


Lys 


Val 


Civ- 


Ser 


Leu 


E- 


- > 


722 


130 










135 
















724 


Gin Tyr Leu 


Ala Leu 


Ala 


Ala 


Leu Tie 


Thr 


Pro 


Lys 


Lys 


ile 


Lys 


Pro 


E- 


- > 


725 


145 








150 














155 


E- 


- > 


726 


160 




























728 


Pro Leu Pro 


Ser val 


Arg 


Lys 


Leu Thr 


Glu 


Asp 


Arg 


Trp 


Asn 


Lys 


Pro 


E- 


- > 


729 








165 












170 


E- 


- > 


730 


175 




























732 


Gin Lys Thr 


Lys Gly 


His 


Arq 


Gly Ser 


Hi s 


Thr 


Met 


Asn 


Gly 


His 




E- 


- > 


733 




180 












185 






E- 


- > 


734 


190 




























737 


<210> SEQ TD NO: 16 


























738 


^21 1> LENGTH: 192 


























7 39 


<212> TYPE: 


PRT 


























740 


<213> ORGANISM: Artificial Sequence 




















74 2 


<'220> TFATURE: 


























743 


<22 3> OTHER 


INFORMATION: 


: Description of 


Artificial Sequence 


: Novel 






74 5 


<100> SKQUfcNCE: 16 


























746 


Met Glu Asn 


Arg Trp 


Gin 


val 


Met lie 


Val 


Trp 


Gin 


Va 1 


Asp 


Ary 


Met 


E- 


-> 


747 


1 








5 














10 


E- 


- > 


748 


15 




























750 


Arg lie Arg 


Ala Trp 


Asn 


Ser 


Leu Val 


Lys 


His 


His 


Thr 


Tyr 


Phe 


Ser 


E- 


- > 


751 






20 














25 






E- 


-> 


752 


30 




























754 


L/s Lys Ala 


Lys Lys 


Trp 


Phe 


Tyr Arg 


His 


His 


Tyr 


Glu 


Ser 


Pro 


His 


E- 


- > 


755 




35 












40 









60 



125 



14 0 
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RAW SEQUENCE LISTING DATE : U/1G/2000 

PATENT APPLICATION: US/09/4 86,6 2 5 LIME: 16:24:01 



Input. Set : A:\PTO.txt 

Output Sot: N:\CRF3\11162000\I486625.raw 

7*57 Pro Asn Val Ser Ser Glu \ *1 His I It* Pro Lou Gly Asp Ala Arg Leu 
E--> 758 50 55 60 

76U Val I'hr Thr Pro Tyr Trp Gly Leu His G]y Gly Giu Arq Asp Trp ryr 
E--> 761 65 70 75 

E--> 762 80 

7 64 Leu Ala Gin Gly Val Scr lie Glu Trp Arg Lys Arg Arg Tyr Ser i'hr 
E--> 765 85 90 

E--> 766 95 

7 63 Gin Val Asp Pro Asp Lou Ala Asp Gin Leu lie His Leu Tyr Tyr Phe 
E--> 769 100 105 

E--> 770 110 

7 72 Asp Cys Phe Ser Glu Ser Ala Tie Arg Lys Ala lie Leu Gly Tyr Arg 
E--> 773 115 120 125 

775 Val Ser Pro Arg Cys Glu Tyr Gin Ala Gly His Asn Lys Val Gly Ser 
E--> 776 130 135 140 

7 78 Leu Gin Tyr Leu Ala Leu Ala Ala Leu Tie Thr Pro Lys Lys fie Lys 
E--> 779 145 150 155 

E--> 780 160 

7 82 Pro Pro Leu Pro Ser Val Arg Lys Leu Thr Glu Asp Arg Trp Asn Lys 
E--> 783 165 170 

E--> 784 175 

7B6 Pro Gin Lys Thr Lys Gly His Arg Gly Ser His Thr Met. Asn Gly His 
E--> 787 180 185 

E--> 788 190 

790 <210> SEQ ID NO: 17 

7 91 <2ll> LENGTH: 192 

792 -212> TYPE: PRT 

79 3 <213> ORGANISM: Artificial Sequence 
795 <"2 2 0> FEATURE: 

7 96 <22 3> OTHER INFORMATION: Description of Artificial Sequence: Novel Sequence 

798 <,400> SEQUENCE: 17 

799 Met Glu Asn Arg Trp Glu Val Met Tie Val Trp Glu Val Asp Arg Met 
E--> 800 15 10 
E--> 801 15 

803 Arg Tie Arg Ala Trp Asn Ser Leu Val Lys His His Met Tyr Val Ser 
E--> 804 20 25 

E--> 805 30 

807 Lys Lys Ala Lys Lys Trp Phe Tyr Arg His His Tyr Glu Ser Pro His 
E--> 808 35 40 

810 Pro Lys Val Ser Ser Glu Val His Tie Pro Leu Gly Asp Ala Arg Leu 
E--> 811 50 55 60 

813 Val lie Thr Thr Tyr Trp Gly Leu His Ala Gly Glu Arg Asp Trp His 
E--> 814 65 70 75 

E--> 815 80 

8.17 Leu Gly Gin Gly Val Ser lie Glu Trp Arg Lys Arg Arg Tyr Ser Thr 
E--> 818 85 90 

E--> 819 95 

821 Gin Val Asp Pro Asp Leu Ala Asp Gin Leu Tie His Leu Tyr Tyr Phe 
E--> 822 100 105 
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E- 


- > 


823 


110 






























825 


Asp 


Cys Phe 


Ser Glu 


Ser 


Ala 


Tie Arq 


Lys 


Aln 


1 le 


Lou 


Gly 


Ty r 


Arq 


E- 


- > 


826 






115 










120 














828 


Val 


Slt Pro 


Arq Cys 


Glu 


Tyr 


Gin Ala 


Gly 


His 


Asn 


Lys 


Val 


Gly 


Ser 


E- 


- > 


829 




130 










135 
















8 31 


LC LI 


Gin Tyr 


Leu Ala 


Leu 


Ala 


Ala Leu 


He 


Thr 


Pro 


Lys 


L/s 


1.1 0 


Lys 


E- 


- > 


832 


14 5 










150 














155 


E- 


- > 


833 


160 






























835 


Pro 


Pro Leu 


Pro Ser 


val 


Arq 


Lys Leu 


Thr 


Glu 


Asp 


Arq 


Trp 


Asn 


Lys 


E- 


- > 


836 










165 












170 


E- 


- > 


837 


175 






























839 


Pro 


Gla Lys 


Th r Lys 


Gly 


His 


Arq Gly 


Ser 


H is 


Thr 


Met 


Asn 


Gly 


His 


E - 


- > 


840 








180 












185 






E- 


- > 


841 


190 






























843 


O10> SEO ID NO: 18 


























344 


<211> LENGTH: 192 


























845 


<212> TYPE: 


PRT 


























846 


013> ORGANISM: Artifir. 


ial sequence 




















848 


<22Q> FEATURE: 


























84 9 


<22 3> OTHER 


IN FORMAT 1 ■ i 


: Description of 


Artificial Sequence: 


: Novel 


E- 


- > 


851 


<400> SEQUENCE: 17 


























852 


Met 


Glu Asn 


Arq Trp 


Gin 


Val 


Met Tie 


Va L 


Trp 


Gin 


Val 


Asp 


Arq 


net 


E- 


-> 


853 


l 










5 












10 


E- 


- > 


854 


15 






























856 


Art} 


J. le Arq 


Ala Trp 


Asn 


Ser 


Leu Vai. 


Lys 


H is 


His 


Met 


Tyr 


Val 


Ser 


E- 


- > 


857 








20 














25 






E- 


- > 


858 


30 






























860 


Lys 


Asn Ala 


Lys Lys 


Trp 


Phe 


Tyr Arq 


His 


His 


Tyr 


Asp 


Ser 


Pro 


His 


E- 


- > 


861 






35 












40 












863 


Pro 


Vol Gin 


Ser Ser 


Thr 


Ala 


His He 


Pro 


Leu 


Gly 


Asp 


Gly 


Arg 


Leu 


E- 


- > 


864 




50 










55 
















36 6 


Gin 


Lys lie 


Ala Phe 


Trp 


Ser 


Leu Asp 


Ala 


Gly 


Glu 


Arq 


Asp 


Trp 


His 


E- 


- > 


867 


65 










70 














75 


E- 


- > 


868 


80 






























870 


Leu 


Gly Gin 


Gly Val 


Ser 


He 


Glu Trp 


Arg 


Lys 


Arq 


Arg 


Tyr 


Ser 


Thr 


E- 


- > 


871 












85 












90 


E- 


- > 


872 


95 






























874 


Gin 


Val Asp 


Pro Asp 


Leu 


Ala 


Asp Gin 


Leu 


He 


His 


Leu 


Tyr 


Tyr 


Phe 


E- 


- > 


875 








100 














105 






E- 


- > 


876 


110 






























878 


Asp 


Cys Phe 


Ser Glu 


Ser 


Ala 


Tie Arq 


Lys 


Ala 


He 


Leu 


Gly 


Tyr 


Arg 


E- 


- > 


879 






115 










120 














881 


Val 


Ser Pro 


Arg Cys 


Glu 


Tyr 


Gin Ala 


Gly 


His 


Asn 


Lys 


val 


Gly. 


Ser 


E- 


- > 


882 




130 










135 
















884 


Le u 


Gin Tyr 


Leu Ala 


Leu 


Ala 


Ala Leu 


Tie 


Th r 


Pro 


Lys 


Lys 


He 


Lys 


E- 


- > 


885 


14 5 










150 














155 


E- 


- > 


886 


160 






























888 


Pro 


Pro Leu 


Pro Ser 


Val 


Arq 


l.ys Leu 


Thr 


Glu 


Asp 


Arg 


Trp 


Asn 


Lys 


E- 


- > 


889 










165 












170 



125 

140 



125 



140 
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E- 


- > 


890 


175 




























892 


Pro Gin Lys 


Thr Lys 


Gly 


11 i s 


Arq 


01 y 


Arq 


Mis 


Thr 


Met Asn 


Cly 


H i s 


E- 


- > 


893 






180 














185 






E- 


- > 


894 


190 




























896 


<2 10> SEO ID NO: 19 


























897 


<211> LENGTH: 192 


























898 


<212> 1YPE: 


PRT 


























8 99 


<213> ORGANISM : Artificial ; 


Sequence 


















901 


<220> FEATURE: 


























902 


<2 2 3> OTHER 


INFORMATION 


: Description ot 


Art. iticial sequence 


: Novel 






904 


<4U0> SEQUENCE: 19 


























905 


Met Glu Asn 


Arq Trp 


Gin 


Vdl 


Met 


lie 


Val 


Trp 


Gin 


Val Asp 


Arq 


Met 


E- 


- > 


906 


1 








5 












10 


E- 


- > 


907 


15 




























909 


Ary lie Ary 


Ala Trp 


Asn 


Ser 


Leu 


Vdl 


Lys 


His 


His 


Met Tyr 


Val 


Ser 


E- 


- > 


910 






20 














25 






E- 


- > 


911 


30 




























913 


Lys Lys Ala 


Lys Lys 


Trp 


Phe 


Tyr 


Arq 


His 


His 


Tyr 


Asp Ser 


Pro 


His 


E- 


- > 


914 




35 














40 










916 


Pro Lys Val 


Ser Ser 


Glu 


Vdl 


His 


He 


Pro 


Leu 


Gly 


Asp Ala 


Arq 


Leu 


E- 


- > 


917 


50 












55 














919 


Glu Thr Thr 


Thr Tyr 


Trp 


Gly 


Leu 


His 


Ala 


Gly 


Glu 


Arq Asp 


Trp 


His 


E- 


- > 


920 


65 










70 












75 


E- 


- > 


921 


80 




























92 3 


Leu Gly Gin 


Glv Val 


Ser 


lie 


Glu 


Trp 


Arq 


Lys 


Arq 


Arq Tyr 


Ser 


Thr 


E- 


- > 


924 










85 












90 


E- 


- > 


925 


95 




























9 27 


His Val Asp 


Pro Asp 


Leu 


Ala 


Asp 


Gin 


Leu 


Tie 


His 


Leu Tyr 


Tyr 


Phe 


E- 


- > 


928 






100 














105 






E- 


- > 


929 


110 




























9 31 


Asp Cvs Phe 


Ser Glu 


Ser 


Ala 


lie 


Arq 


Lys 


Ala 


lie 


Leu Gly 


Tyr 


Arq 


E- 


- > 


932 




115 












120 












9 34 


Val Ser Pro 


Arg Cys 


G 1 u 


T/r 


Gin 


Ala 


Gly 


His 


Asn 


Lys Val 


Gly 


Ser 


E- 


- > 


935 


130 












135 














937 


Leu Gin Tyr 


Leu Ala 


Leu 


Ala 


Ala 


Leu 


He 


Thr 


Pro 


Lys Lys 


lie 


Lys 


E- 


- > 


938 


145 








150 












155 


E- 


- > 


939 


160 




























941 


Pro Pro Leu 


Pro Ser 


Val 


Art) 


Lys 


Leu 


Thr 


Glu 


Asp 


Arq Trp 


Asn 


Lys 


E- 


- > 


942 








165 












170 


E- 


- > 


943 


175 




























94 5 


Pro Gin L/s 


Thr Lys 


Gly 


His 


Arq 


Gly 


Ser 


His 


Thr 


Met Asn 


Gly 


His 


E- 


- > 


946 






180 














185 






E- 


- > 


947 


190 




























94 9 


<210> SEQ TD NO: 20 


























9 5 0 


<211> LENGTH 


I: 19 2 


























951 


<212> TYPE: 


PRT 


























952 


<213> ORGANISM: Artificial Sequence 


















954 


<220> FEATURE: 


























955 


<223> OTHER 


INFORMATION: 


Description 


i OL 


Artificial Sequence: 


: Novel 



125 
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957 


<4fl0> SEQUENCE: 


20 




























958 


Met. 


Glu 


Asn 


A I' 9 


lrp 


C 1 ii 


Val 


Me L 


lie 


Val 


Trp 


Gin 


Val 


Asp 


Arg 


Met 


E- 


- > 


959 


1 














5 
















10 


E- 


- > 


960 


15 




































96 2 


Thr 


lie 


Ary 


Ala 


'I rp 


Asn 


Ser 


Leu 


Val 


Lys 


His 


Uis 


Met 


Tyr 


Val 


Ser 


E- 


- > 


963 












20 
















25 






E- 


- > 


964 


30 




































96 6 


Lys 


Lys 


Ala 


Lys 


Lys 


Trp 


Phe 


Tyr 


Arg 


His 


His 


Tyr 


Glu 


Ser 


Pro 


His 


E- 


- > 


967 








35 














40 












96 9 


Pro 


Lys 


Val 


Ser 


Ser 


Glu 


Val 


His 


lie 


Pro 


Leu 


Gly 


Asp 


Ala 


Arg 


Leu 


E- 


- > 


970 






50 














55 
















972 


Val 


lie 


Thr 


Thr 


Tyr 


Trp 


Gly 


Leu 


His 


Al a 


Gly 


Glu 


Arg 


Asp 


Trp 


His 


E- 


- > 


973 


65 














70 














75 


E- 


-> 


974 


80 




































97 6 


Leu 


Gly 


Gin 


Gly 


Val 


Ser 


He 


Glu 


Trp 


Arg 


Lys 


Arg 


Arg 


Tyr 


Ser 


Thr 


E- 


- > 


977 
















85 














90 


E- 


- > 


978 


95 




































98 0 


Gin 


Val 


Asp 


Pro 


ASp 


Leu 


Ala 


Asp 


Gin 


Leu 


Thr 


His 


Leu 


Tyr 


Tyr 


Phe 


E- 


- > 


981 












100 
















105 






E- 


- > 


982 


110 




































98 4 


Asp 


Cys 


Phe 


Se r 


Gl u 


Ser 


Ala 


Tie 


Arg 


Lys 


Ala 


He 


Leu 


Gly 


Tyr 


Arg 


E- 


-> 


985 








115 












120 














987 


Va 1 


Ser 


Pro 


Arg 


Cys 


Glu 


Tyr 


Gin 


Ala 


Gly 


II is 


Asn 


Lys 


Va I 


Gly 


Ser 


E- 


- > 


988 




130 














135 
















990 


Leu 


Gin 


Tyr 


Leu 


Ala 


Leu 


Ala 


Ala 


Leu 


He 


Thr 


Pro 


Lys 


Lys 


He 


Lys 


E- 


-> 


991 


145 














150 














155 


E- 


-> 


992 


160 




































9 94 


Pro 


Pro 


Leu 


Pro 


Ser 


Va 1 


Arg 


Lys 


Leu 


Thr 


Glu 


Asp 


Arg 


Trp 


Asn 


Lys 


E- 


- > 


995 














165 














170 


E- 


- > 


996 


175 




































998 


Pro 


Gin 


Lys 


Thr 


Lys 


c:y 


His 


Arq 


Gly 


Ser 


His 


Thr 


Met: 


Asn 


Gly 


His 


E- 


-> 


999 












180 














185 






E- 


-> 


1000 190 































60 



125 



14 0 



100 2 <210> Sh'Q ID NO: 21 
100 3 <21.1> LENGTH : IBS 

1004 <212> TYPE: PRT 

1005 <2 13> ORGANISM: Artificial Sequence 

1007 <2 20> FEATURE: 

1008 <2 23> OTHER INFORMATION: Description of Artificial Sequence: Novel Sequence 
10.10 <400> SEQUENCE: 21 

1011 Met Glu Asn Arg Trp Gin Val Met He Val Trp Gin Val Asp Arg Met 
E--> 1012 1 5 10 

E--> 1013 15 

1015 Arg He Arg Ala Trp Asn Ser Leu Val Lys His His Met Tyr Val Ser 
E--> 1016 20 25 

E--> 1017 30 

1019 Lys Lys Ala Lys Lys Trp Phe Asn Arg His His Tyr Asp Arg Pro His 
E--> 1020 35 40 

1022 Pro Lys Val Ser Ser Glu Val His He Pro Leu Gly Asp Ala Arg Leu 
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E- 


- > 


1023 




50 










55 
















102 5 


C 1 u 


1 I e Th r 


Thr Phe 


Trp 


Gly 


Lou II j S 


Ala 


Cly 


G 1 u 


Arg 


Asp 


Trp 


H is 


E- 


- > 


1026 


65 










70 














75 


E- 


- > 


1027 


80 






























10 J 9 


Lou 


Gly Gin 


Arg Val 


Ser 


He 


Glu I rp 


Arg 


Lys 


Arq 


Arg 


Tyr 


Ser 


Thr 


E- 


- > 


1030 












85 












90 


E- 


- > 


1031 


95 






























10 3 3 


G 1 n 


Val Asp 


Pro Asp 


Leu 


Aid 


Asp Gin 


Leu 


Thr 


His 


Leu 


Tyr 


Tyr 


Phe 


E- 


- > 


1034 








100 














105 






B- 


- > 


1035 


110 






























1037 


Asp 


C/s Phe 


Ser Glu 


Ser 


Ala 


lit; Arg 


Lys 


Ala 


He 


Leu 


Gly 


Tyr 


Arg 


E- 


- > 


1038 






115 










120 














1U10 


Val 


Ser Pro 


Arg Cys 


Glu 


Ty r 


Gin Ala 


Gly 


H is 


Asn 


Lys 


val 


Gly 


Ser 


E- 


- > 


1041 




130 










135 
















104 3 


Leu 


Gin Tyr 


Leu Ala 


Leu 


Ala 


Ala Leu 


He 


Thr 


Pro 


Lys 


Lys 


He 


Lys 


E- 


- > 


1044 


145 










150 














155 


E- 


-> 


1045 


160 






























1047 


Pro 


Pro Leu 


Pro Ser 


Val 


Arg 


Lys Leu 


Thr 


Glu 


Asp 


Arg 


Trp 


Asn 


Lys 


E- 


- > 


1048 










165 












170 


E- 


- > 


1049 


175 






























1051 


Pro 


Gin Lys 


Thr Lys 


Gly 


Thr 


Glu Gly 


Ala 


He 


Gin 










E- 


- > 


1052 








180 












185 










1055 


*-210> SEQ ID NO: 22 


























1056 


~211> LLNGTH: 192 


























1057 


<212> TYPE: 


PRT 


























1 0 5 8 


•^213> ORGANISM: Artificial Sequence 




















I 06 0 


;220> FEATURE: 


























1061 


^22 3> OTHER 


INFORMATION: 


: Description of 


Artificial Sequence 


: Novel 






1063 


<4 00> SEQUENCE: 2 2 


























1064 


Met 


Glu Asn 


Arg Trp 


Gin 


Val 


Met He 


Val 


Trp 


Gin 


Val 


Asp 


Arg 


Met 


E- 


- > 


1065 


1 










5 














10 


E- 


- > 


1066 


15 






























1 0 f) 8 


Arg 


lie Arg 


Ala Trp 


Asn 


Ser 


Leu Va I 


Lys 


His 


His 


Met 


Phe 


Val 


Ser 


E- 


-> 


1069 








20 














25 






E- 


- > 


1070 


30 






























107 2 


Lys 


Lys A I. a 


Lys Lys 


Trp 


Phe 


Tyr Arg 


H Is 


His 


Tyr 


Glu 


Ser 


Pro 


His 


E- 


- > 


1073 






35 












40 












107 5 


Pro 


Lys val 


Sor Scr 


Glu 


Val 


His He 


Pro 


Leu 


Gly 


ASp 


Ala 


Arg 


Leu 


E- 


- > 


1076 




50 










55 
















1078 


Glu 


lie Thr 


Thr Phe 


Trp 


Gly 


Leu His 


A La 


Gly 


Glu 


Arg 


ASp 


Trp 


His 


E- 


- > 


1079 


65 










70 














75 


E- 


- > 


1080 


80 






























1082 


Leu 


Gly Gin 


Gly Val 


Ser 


He 


Glu Trp 


Arg 


Lys 


Arg 


Arg 


Tyr 


Ser 


Thr 


E- 


- > 


1083 












85 












90 


E- 


- > 


1084 


95 






























1086 


Gin 


Vol Asp 


Pro Asp 


Leu 


Ala 


Asp Gin 


Leu 


Tie 


His 


Leu 


Tyr 


Tyr 


Phe 


E- 


- > 


1087 








100 














105 






E- 


- > 


1088 


110 






























1090 


Gly 


Cys Phe 


Ser: Glu 


Ser 


Ala 


lie Arg 


Lys 


Al a 


Tie 


Leu 


Gly 


Tyr 


Arg 
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RAW SEQUENCE LISTING DA1L: 11/JG/iOUO 

PATENT APPLICATION: US/09/4 86,6 25 TIME: 16:24:01 



Input. s«»t : A:\PTO.txt 

Output Sot: N:\CRF3\11162000\I486625.raw 

E--> 1091 115 120 125 

109 1 Vol Ser Pro Ary Cys Glu Tyr Gin Ala Gly His Asn Lys Va 1 Gly Ser 
E--> 1094 130 135 140 

109 6 Leu Gin Tyr Lou Gly Leu Ala Ala Lou lie Thr Pro Lys Lys lie Lys 
E--> 1097 145 150 155 

E--> 1098 160 

1100 Pro Pro Leu Pro Ser Val Arq Lys Leu Thr Glu Asp Arg Tip Asn Lys 
E--> 1101 165 170 

E--> 1102 175 

1104 Pro Gin Lys Thr Lys Gly His Arg Gly Ser His Thr Met Asn Gly His 
E--> 1105 180 185 

E--> 1106 190 



The types of errors shown exist throughout the Sequence Listing. Please check 
subsequent sequences for similar errors. 
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Page 18 of 19 



:.U M:270 C: 
; IS M: 27 1 C: 
:3! M:332 K: 
: H2 Repeated 
:108 M:'i32 E: 
: J 32 Repeated 
:16 2 M:332 E: 
:3 32 Repeated 
:215 M: 332 E: 
:3 32 Repeated 
; 268 M: 332 L: 
.3 32 Repeated 
: 3 2 1 M : 3 3 2 L% : 
3 32 Repeated 
: 371 M: 332 E: 
3 32 Repeated 
427 M:332 E: 
3 32 Repeated 
130 M:332 E : 
3 32 Repeated 
533 M: 332 E: 
3 32 Repeated 
^86 H:332 E: 
3 32 Repeated 
639 M: 332 E: 
332 Repeated 
6 9 3 M:332 E: 
3 32 Repeated 
74 7 M:332 E: 
332 Repeated 
8 00 M:332 E: 
3 32 Repeated 
851 H:212 E: 
85 3 M:332 E: 
3 32 Repeated 
906 M:332 E: 
33 2 Repeated 
959 M:332 E: 
3 32 Repeated 
10.12 M:332 E 
3 32 Repeated 
106 5 M:332 E 
332 Repeated 
1118 M:3 32 E 
332 Repeated 
1171 M:332 E 
118 3 M: 3 32 L 
1195 M:332 E 



VERIFICATION SUMMARY DATE: 11/16/^000 

PATENT APPLICATION: US/09/4 86,6 2 5 TIME: 16:24:02 

Input Set : A:\PTO.txt 

Output Set: N:\CRF3\11162000\I486625.raw 

Current Application Number d lifers, Replaced Current Application Number 
Current Filing D;jto dilfers, Replaced Current Filing Date 
(32) Invalid/Missinq Amino Acid Number ing, SEQ ID: I 
in SeqNo 1 

32) I aval id/Mis sinq Amino Acid Number in q, SLQ ID: 4 
n SeqNO 4 

32) I nvalid/Missinq Amino Acid Numbering, SLQ ID: 5 
n SeqNo 5 

32) Invalid/Missing Amino Acid Numbering, St:Q ID: 6 
in SeqNo ■• 6 

32) l nvdl id/Miss ing Amino Acid Numbering, SEQ ID: 7 
n SeqNo =7 

32) I nvalid/Missinq Amino Acid Numbering, SEQ ID: 8 
in SeqNo 8 

32) Invalid/Missing Amino Acid Numbering, SEQ ID: 9 
n SeqNo-- ! 9 

32) invalid/Missinq Amino Acid Numbering, SEQ ID: 10 
in SeqNo ■ 10 

32) Invalid/Missing Amino Acid Numbering, SEQ ID: 11 
in SeqNo=ll 

32) Invalid/Missinq Amino Acid Numbering, SEQ rD:12 
in SeqNo - .1 2 

32) Invalid/Missing Amino Acid Numbering, SEQ ID: 13 
in SeqNo-- 13 

32) Tnval id/Miss inq Amino Acid Number ing, SEQ ID: 14 
in SeqNo ^-.1 4 

32) Invalid/Missing Amino Acid Number inq, SEQ ID: 15 
in SeqNo-^15 

32) Invalid/Missing Amino Acid Numbering, SEQ ID: 16 
in SeqNo- 16 

32) Invalid/Missing Amino Acid Numbering, SEQ ID: 17 
in SeqNo- 1 .17 

34) Invalid or duplicate Sequence ID Number, SEQUENCE ID NOS:18 differs: 17 
32) Invalid/Missing Amino Acid Numbering, SEQ ID: 17 
in SeqNo- 18 

32) Invalid/Missing Amino Acid Numbering, SEQ ID: 19 
in SeqNo- 19 

32) Invalid/Missing Amino Acid Numbering, SKQ ID: 20 
in SeqNo- 20 

: (32) Invalid/Missinq Amino Acid Numbering, SEQ 10:21 
in SeqNo- 21 

: (32) Invalid/Missinq Amino Acid Numbering, SEQ ID: 22 
in SeqNo-22 

: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 23 
in SeqNo-23 

(32) Invalid/Missing Amino Acid Numbering, SEQ ID:24 
(32) Invalid/Missing Amino Acid Numbering, SEQ 10:25 
(32) Invalid/Missing Amino Acid Numbering, SEQ 10:26 
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